ImpLiMet — user manual

ImpLiMet provides an easy to utilize site for imputation of any dataset providing
user with selection of previously proven imputation methods as well as possible
information about the optimal method for their dataset for distinct missingness
causes. Specific steps are provided below.
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Step 2 Samples with more than selected %
of missing values will be removed
from imputation
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Step 3

Select imputation method (Note: a minimum of & samples or 3 features without missing values is required for

the full optimization opticn)

Select imputation method: SeleCt type of imputation. Selecting =
Optimization <4— “Optimization” will provide estimate of

the best imputation method for the

[ full parameter search dataset.
Optimization can be performed with
\ either full search or fast, partial search.

Download data and check out the effect of imputation with
histograms, kurtosis and skewness analysis as well as PCA
representation of results in the Visualization tab above
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Imputation Visualization

Step1

The sample(s) left : 45

and the feature(s) left: 40

& Cleaned Data

Step 3

Select imputation method {Note: a minimum of 6 samples or 3 features without missing values is required for the full optimization option). Final results are graphically
represented in the Visualization tab above

Select imputation method If user selected full or partial “Optimization” ImpLiMet presents mean absolute
Optimization percentage error (MAPE) for each imputation method for simulated missigness of

ithree types. Selected for imputation is the method with the lowest overall MAPE
value across all three missingness types and all methods (indicated in orange).
ImpLiMet also shows the lowest average MAPE value which user can chose by

& Imputed Data simply rerunning ImpLiMet with this imputation type selected.

O full parameter search (sl

dataset)

Orange label indicates the minimal MAPE value across all tests and the method used for the imputation following this apuNon Blue label indicates the minimal
average of MAPE values for the three missingness types. If this imputation method is preferred please select it and run ImpLiMel

missing_type mean median maximum minimum one_fifth_minimum KNN MICE




Selecting the “Visualization” tab will open visual representation of the dataset properties
for the set with removed rows and columns with missing values (in blue) as well as dataset
imputed with selected method (in orange). Histogram as well as skewness and kurtosis
show whether there is any skewness in the data distribution possibly indicating that
missingness in some of the features comes from MNAR and sensitivity problem in the data
quantification. User can download these images as .svg files.
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